Figure S1. Survival analysis of BLR and NLR. Survival analysis of BLR (A) and NLR (B) without MPE GIT-Ca cases. Survival analysis of combined BLR/NLR data (four groups) (C) and BLR-NLR+ group vs. the rest "Other" group (D) for only MPE Lung-AC cases. The curves were separated by their median expressions, and correspondingly defined as "high" and "low". Abbreviations: Hazard ratio (HR), B cells to leukocytes ratio (BLR), neutrophils to leukocytes ratio (NLR). Figure S2 . Immune cells-specific markers correlation analysis between computational IHC quantification and NanoString mRNA results. CD8, CD20, CD45, CD68, and MPO IHC results were correlated with corresponding mRNA expression levels. Coefficients and p-values were shown in the upper right squares. The unit of IHC quantification data is number/mm 2 . P-values are presented using ** (< 0.01) or *** (< 0.001).
Figure S3
. Survival analysis of S100A12/CD45 and CD20/CD45. (A) Kaplan-Meier survival analysis of MPE patients for S100A12/CD45. The curves were separated by the lower quartile of expressions, and correspondingly defined as "high" and "low". (B) Kaplan-Meier survival analysis of MPE patients for CD20/CD45. The curves were separated by the upper quartile of expressions, and correspondingly defined as "high" and "low". Abbreviations: Hazard ratio (HR), median overall survival (medOS).
